The cDNAs reverse-transcripted from the total RNAs extracted from Huh7 cells transfected with pHBV1.3 were analyzed by PCR followed by agarose gel electrophoresis. The data showed that the shorter extension time leaded to less amplified products of wtHBV (~2 kb) but did not much affect the amounts of the amplified products of spHBV(~0.3-0.5 kb), which may be a result of the characteristic of the polymerase (1 kb/min) used in PCR. We have applied the multiple linear regression models (http://www.realstatistics.com/multiple-regression/) to determine whether independent variables including gender, age, ALT, HBsAg (Log), spHBV/wtHBV (Log) are making a significant contribution to the fold of viral DNA reduction after IFN therapy. Results showed that ALT and the ratio of sp/wt HBV tend to be associated with the responses to IFN treatment. The ratio of sp/wt HBV was statistically associated with the responses to IFN treatment when the patients with undetectable spHBV DNAs were excluded.
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